Thierry Bonnefoix, Mary Callanan. Accurate hematopoietic stem cell frequency estimates by fitting multicell Poisson models substituting to the single-hit Poisson model in limiting dilution transplantation assays.: HSC quantitation with Poisson models. Blood, American Society of Hematology, 2010, 116 (14) Model averaging across the set of plausible models gives 1.32 to 5.88 -fold increases in HSC frequencies in comparison to the SHPM.
However, there is no clear support for this statement, and it is receivable that more than one donor HSC may be necessary to provide detectable reconstitution in hosts above the threshold level for detection, usually 0.5% -1% of donor-derived cells. To address this hypothesis, we evaluated the ability of a class of multi-Cell Poisson models ( ) Fitting a generalized linear model for assessing the fit of the SHPM to LDTAs. 7 In a previously published paper 7 we advised a statistical test aimed at estimating the fit of the SHPM to the data, and based on a generalized linear modeling approach. Briefly, testing the null hypothesis that the slope β is equal to 1 ( 1 = β ) explores the SHPM hypothesis, and this can be performed by a standard likelihood ratio test. 8 Standardized deviance residuals 9 were also used as SHPM checking diagnostics after fitting the SHPM 3 to the LDTAs. 
Results and discussion.
The SHPM is rejected for the LDTAs No. 1a, 2a, 2e (P <0.05) and is barely acceptable for the LDTAs No. 1b, 2d (P < 0.1) (supplemental Table S3 
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